
Gene SNPs Allele N % N % Chi² df p

NR3C1 rs33388 A 402 51.5 2245 51.8 0.02 1 0.907

rs4912905 G 577 75.3 3348 76.9 0.937 1 0.331

rs2963155 A 612 77.7 3433 77.5 0.016 1 0.926

rs41423247 G 505 65.4 2843 65.5 0.002 1 0.967

rs6189 G 767 98.6 4316 97.8 1.902 1 0.217

rs4607376 G 432 55.1 2241 51.3 3.839 1 0.051

rs12656106 G 407 52.9 2373 55.0 1.190 1 0.289

FKBP5 rs3800373 T 528 70.2 3005 71.0 0.195 1 0.663

rs7757037 G 432 55.8 2315 52.6 2.707 1 0.101

rs737054 C 564 71.9 3173 72.0 0.002 1 0.966

rs1360780 C 535 68.9 3033 69.3 0.042 1 0.833

rs9470080 C 523 67.9 2933 67/9 0.000 1 1.000

rs6902321 T 552 68.7 3130 68.7 0.000 1 1.000

CRHR1 rs878886 C 615 79.9 3268 75.0 8.482 1 0.004

rs16940665 T 408 81.0 1880 75.8 6.202 1 0.013

AVPR1B rs28632197 G 667 88.5 3812 89.3 0.48 1 0.484

Remitters Non-remitters Statistics
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